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Table S1 
Primer and probe sequences used for Eurydice pulchra and Talitrus saltator CHH cDNA sequencing and expression analysis. 

Method Oligonucleotide name Sequence 
Eurydice CHH 3’ RACE PCR Echh Degen 3’ RACE GYNTGYGARGAYTGYTAYAA 
 GeneRacer 3’ GCTGTCAACGATACGCTACGTAACG 
 Generacer 3’ N CGCTACGTAACGGCATGACAGTG 
Eurydice CHH 5’ RACE PCR Echh 5’RACE ATGCATCATAAGGTCACGGAGACAAC 
 Echh 5’ RACE N CGGAGACAACTTTCGAAGACCTCAG 
 GeneRacer 5’ CGACTGGAGCACGAGGACACTGA 
 GeneRacer 5’ Nest GGACACTGACATGGACTGAAGGAGTA 
Eurydice CHH qRT-PCR Echh STD T7 F’  T7-TGGAACCTTCTACACTGGACA 
 Echh STD T7 R’  T7-GCCATTGACTCTGGAGTGGT 
 Echh Taqman F’ GCGTTTGCGAGGACTGTTACA 
 Echh Taqman R’ TCCTGCATTCAGTAGCAACGA 
 Echh Taqman probe 6-FAM-CCTCTACAGAAAGCC 
 Erpl32 STD T7 F’ T7-CTGCGGAGAAATCGCACAT 
 Erpl32 STD T7 R’ T7-TTTGCTCTTTCCACGATCGA 
 Erpl32 Taqman F’ CTGCGGAGAAATCGCACAT 
 Erpl32 Taqman R’ TTTGCTCTTTCCACGATCGA 
 Erpl32 Taqman probe 6-FAM-CGTTTCTTCCAAAAAG 
Eurydice In situ hybridization Echh DIGT7 F’  T7-TGACGCAAGCTGTAAAGGAA 
 Echh DIG T7 R’  T7-GCCATTGACTCTGGAGTGGT 
 Echh DIG F’ TGACGCAAGCTGTAAAGGAA 
 Echh DIG R’ GCCATTGACTCTGGAGTGGT 
Talitrus RT-PCR  Talchh F’ CTCCCTTCTCTCCACTGACCT 
 TalCHH R’ GGACTCACTGACGAAGTTTGG 
Talitrus RACE 3’ PCR Talchh 3’ RACE  GACACTTCGTCTGTGTGCCGCTGGG 
 Talchh 3’ RACE N1 ACCAGGACAAGCTTCTCGTCTCTGGCCA 
 Talchh 3’ RACE N2 CTGGGCCTTGTACGAACTACCAGGAC 
Talitrus 5’ RACE Talchh 5’ RACE GGGCCTTCCGAGGTCAGTGGA 
 Talchh 5’ RACE N TGTTGGCCAGCAGACGGGAGA 
Talitrus qRT-PCR Talchh Taqman F’ GCTACAGCAACGCGATGTTC 
 Talchh Taqman R’ TTTCAGCGTACTTGTCGACCAT 
 Talchh Taqman probe 6-FAM-CTGCCTCTACGACCTTATGCTGCACGA 
 Talchh STD T7 F’ T7-CTCCCTTCTCTCCACTGACCT 
 Talchh STD T7 R’ T7-GGACTCACTGACGAAGTTTGG 
 TalAK STD F’ TATTTGGGGGCACAATTTGA 
 TalAK STD R’ T7-CCAAGGCCAGTTTTCTTGTC 



 TalAK Taqman F’ TCGAGGAACGGCTGTCCTT 
 TalAK Taqman R’ AGCAGCGTCAACCATTTTGTT 
 TalAK Taqman probe NED-CCTGAGCCAAGACAG 
Talitrus In situ hybridization Talchh DIG T7 F’ T7-CTCCCTTCTCTCCACTGACCT 
 Talchh DIG T7 R’ T7-GGACTCACTGACGAAGTTTGG 
 TalCHH DIG F’ CTCCCTTCTCTCCACTGACCT 
 Talchh DIG R’ GGACTCACTGACGAAGTTTGG 
Talitrus CHH full-length confirmation Talchh Full 1F’ TTCACGCTTCCCTTTACCAC 
 Talchh Full 1R’ CCCACAATCTGGACCATTTC 
 Talchh full 3F’ CCAGATTGTGGGCAAGAAAT 
 Talchh full 3R’ GGCTGCTAGGGGTTCATTTT 
 
T7 sequence TAATACGACTCACTATAGGGAGA 
 
 


